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Introduction Objectives

This Research Project uses protein intensities extracted from urine and blood e Discovery of significant Protein Biomarkers.
samples. We aim at identifying significant protein features that could potentially e Early Diagnosis of diseases.
be biomarkers. These features are then used to classify between two groups, for e Building an ML-based pipeline for analysis and predictions.

instance: healthy and Parkinson's patients, enabling early detection. Delivering a user-friendly interface.
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Data Augmentation techniques ROTS

Box plot of Log 2 intensity distribution of all samples Distribution of Missing Values in PD vs Healthy Principal Component Analysis (PCA) plot of samples
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Results

Selection of Protein Biomarkers based on multiple statistical and Machine Learning based

feature selection techniques Random Forest Classifier Blood Protein Data Random Forest Classifier Urine Protein Data
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Accuracy: 83.33% Accuracy: 75.0 %
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